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<210> 1 
<211> 2876 
<212> DNA 
<213> mouse 

<400> 1 

gatgagccag atttcgggga ctctgggcca gacataaaat cttccagccc ggagagaatt 60 

gtgtgcagag aggggctcca gtccagcgtg gtgtgagagg cgtgctatca agaaagaagt 120 

tggaggggaa ccagtgcaac cctaactcta cgagatcttg gggtacacac actcgggatg 180 

ctggcctccg ccctcctcgt tttcctttgc tgtttcaaag gacatgcagg ctcatcgccc 240 



catttcctac aacagccaga ggacatggtg 
tgcgctctgg gcgcgtacag ggggctcgtg 
ggcgaaagag accttccagg gtggtcccgg 
cagcatgacc tccacattaa gcctgtggaa 
gcttcgcaag caggtctccg atcacgacca 
gctccccagg tactaggcgg cccctctgtg 
acctgtcgga gtcgtgggga ttcccgacct 
atccggctgg atgcgagcag cttccaccag 
gtggaaaaca ccttattcct gaccccttcc 
agagcgcgaa gccaggccct gcccacaggg 
tatcccccaa tggtgactct gtctgctgag 
actttcctgt gtcaagccac tgcccagcct 
ggatccccgg tgctcggggc acgtgggcca 
ctgactgagc cggtgtcctg cgaggtcagc 
gcgctggaag tgttgtatgg acccattctg 
gtggggaaag atgcctcctt cagctgtgtc 
tggacccgca tgggtggctc tcaggtgctg 
gtggcactgg aggatgcggg cgactatgta 
ggaggcggca aagcgcaggc gaggctgact 
caacctgcac cagcctttct gaggggtcct 
cctgccccag actcggtggt ttggtcttgg 
ggcaggttcc tagtggaagc cttcccagcc 
cttatttctg tgctacacat ttccggaacc 
tgcagtgccc gcaaccggct aggagaggga 
ttgctgccta ctgtccggat tgtggctggt 
gtcatcactg gagtggtcct ctgctgctgg 
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gtgctgttgg gggaggaagc 


ccggctgccc 


300 


cagtggacta aggatgggct 


ggctctaggg 


360 


tactggatat cggggaattc 


agccagtggc 


420 


ttggaagatg aggcatcgta 


tgagtgccag 


480 


gcccaactgc acgtgatggt 


ccccccagaa 


540 


tctctggttg ctggagttcc 


tggaaatctg 


600 


gcccctgaac tactgtggtt 


ccgagatggg 


660 


accacgctga aggacaaggc 


cactggaaca 


720 


agtcatgatg atggcgccac 


cttgatctgc 


780 


agggacacag ctgttacact 


gagccttcag 


840 


ccccagactg tgcaggaggg 


agagaaggtg 


900 


cctgtcactg gctacaggtg 


ggcgaagggg 


960 


aggttggagg tcgttgcaga 


tgccactttc 


1020 


aacgcggtcg gaagcgccaa 


ccgcagcacg 


1080 


caggcaaaac ctaagtccgt 


gtccgtggac 


1140 


tggcgcggga acccacttcc 


acggataacc 


1200 


agctccgggc ccacgctgcg 


gcttccgtcc 


1260 


tgcagggctg agccgaggag 


aacgggtctg 


1320 


gtgaacgcac cccctgtagt 


gacagccctg 


1380 


gctcgcctcc agtgtgtggt 


gtttgcctcc 


1440 


gacgagggct tcttggaggc 


aggctcactg 


1500 


ccggaagtgg aggggggaca 


gggccctggc 


1560 


caggagtccg actttaccac 


cggcttcaac 


1620 


cgagtccaga tccacttggg 


ccgtagagat 


1680 


gcagcatctg cagccacctc 


tctccttatg 


1740 


cgccatggct ctctctctaa 


gcaaaagaac 


1800 
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"t* "t~ or fT *t~ /"»/■» *y rr o 

L Lgg Lccgga 


"4" <*» r\ r% r\ rr rr n rr 

xcccaggaag 


r* rr i% rr r\ rr /v rv -4* 

cagcgagggt 


tccagttcac 


gtggccctga 


ggaggagaca 


1860 


ggcagcagxg 


aggaccgggg 


tcccattgtg 


cacaccgacc 


acagtgattt 


ggttcttgag 


1920 


/T o O O <s cs /~r f~i rr rr 

gaaaaagagg 


ctctggagac 


aaaggatcca 


accaacggtt 


actacaaggt 


tcgaggggtc 


1980 


ag xg xgagcc 


xxagcct tgg 


ggaagctcct 


ggaggaggcc 


tcttcttgcc 


accgccctct 


2040 


CCga LCgg XC 


tcccagggac 


tcctacttac 


tatgacttca 


agccacatct 


ggacttagtc 


2100 


r\r> m \~r*r\r\ m i'rrr\r* 

cc xccc xgca 


gactgtacag 


agcgagggca 


ggttatctta 


ccacccccca 


tccccgtgcc 


2160 


l xcaccagcx 


acatgaaacc 


cacatccxtx 


ggacccccag 


atttgagctc 


tggaactccc 


2220 


cccttcccgt 


atgctacctt 


gtctccaccc 


agccaccagc 


gtctccagac 


tcatgtgtga 


2280 


*4~ r* n T - r* "4~ r» "4* 

axccaxcxcx 


ccaagtgaag 


ggtcttggaa 


tcttctgttt 


gccatatagt 


gtgttgtcca 


2340 


ga x t lc xggg 


gagtcagaac 


aagttgatga 


ccaacccctc 


caaaactgaa 


cattgaagga 


2400 


*T rr rr r\ n r\ rr fx 

gggaaagaxc 


attacaagca 


tcaggactgt 


tggtgtacac 


tcagttcagc 


caaagtggat 


2460 


LL Lttddg Lg 


rr rr r* rr r\ «-«*-» -4- n +■ 

ggagcaaxa x 


ggccgctttc 


ccatgagaaa 


gacattcaag 


atggtgacta 


2520 


QQ+fTQr>'t"OOQ 

od Lgdu Lddd 


xacxxxgcag 


agggacaaag 


atgggaacta 


gggatacgga 


tggaagtagt 


2580 


agagaagata 


tatgaccatc 


tgcatcaaga 


ggaaggataa 


catatgacaa 


atcaagatga 


2640 


aagaaataat 


ccaccccacc 


cccaccgcgt 


cctggccaat 


aagtatagcc 


tacatggctg 


2700 


ttcattatct 


gggaaccaaa 


atggccacta 


tcttgactcc 


ttccttaaag 


atacagaaag 


2760 


aattgaatcc 


aaggaatggg 


gtagggtgga aatagaagaa 


atgaagggga 


ctcttgggct 


2820 


aagaatactt 


atgtttaata 


ataaaagggg gaggcaaaga 


tgcaaaaaaa 


aaaaaa 


2876 



<2l0> 2 
<2ll> 2243 
<2l2> DNA 
<2l3> mouse 



<400> 2 
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gagagaattg 


tgtgcagaga 


gaggctccag 


tccagcgtgg 


tgtgagaggc 


gtgctatcaa 


60 


gaaagaagtt 


ggaggggaac 


cagtgcaacc 


ctaactctac 


gagatcttgg 


ggtacacaca 


120 


ctcgggatgc 


tggcctccgc 


cctcctcgtt 


ttcctttgct 


gtttcaaagg 


acatgcaggg 


180 


tggtcccggt 


actggatatc 


ggggaattca 


gccagtggcc 


agcatgacct 


ccacattaag 


240 


cctgtggaat 


tggaagatga 


ggcatcgtat 


gagtgccagg 


cttcgcaagc 


aggtctccga 


300 


tcacgaccag 


cccaactgca 


cgtgatggtc 


cccccagaag 


ctccccaggt 


actaggcggc 


360 


ccctctgtgt 


ctctggttgc 


tggagttcct 


ggaaatctga 


cctgtcggag 


tcgtggggat 


420 


tcccgacctg 


cccctgaact 


actgtggttc 


cgagatggga 


tccggctgga 


tgcgagcagc 


480 


ttccaccaga 


ccacgctgaa 


ggacaaggcc 


actggaacag 


tggaaaacac 


cttattcctg 


540 


accccttcca 


gtcatgatga 


tggcgccacc 


ttgatctgca 


gagcgcgaag 


ccaggccctg 


600 


cccacaggga 


gggacacagc 


tgttacactg 


agccttcagt 


atcccccaat 


ggtgactctg 


660 


tctgctgagc 


cccagactgt 


gcaggaggga 


gagaaggtga 


ctttcctgtg 


tcaagccact 


720 


gcccagcctc 


ctgtcactgg 


ctacaggtgg 


gcgaaggggg 


gatccccggt 


gctcggggca 


780 


cgtgggccaa 


ggttggaggt 


cgttgcagat 


gccactttcc 


tgactgagcc 


ggtgtcctgc 


840 


gaggtcagca 


acgcggtcgg 


aagcgccaac 


cgcagcacgg 


cgctggaagt 


gttgtatgga 


900 


cccattctgc 


aggcaaaacc 


taagtccgtg 


tccgtggacg 


tggggaaaga 


tgcctccttc 


960 


agctgtgtct 


ggcgcgggaa 


cccacttcca 


cggataacct 


ggacccgcat 


gggtggctct 


1020 


caggtgctga 


gctccgggcc 


cacgctgcgg 


cttccgtccg 


tggcactgga 


ggatgcgggc 


1080 


gactatgtat 


gcagggctga 


gccgaggaga 


acgggtctgg 


gaggcggcaa 


agcgcaggcg 


1140 


aggctgactg 


tgaacgcacc 


ccctgtagtg 


acagccctgc 


aacctgcacc 


agcctttctg 


1200 


aggggtcctg 


ctcgcctcca 


gtgtgtggtg 


tttgcctccc 


ctgccccaga 


ctcggtggtt 


1260 


tggtcttggg 


acgagggctt 


cttggaggca 


ggctcactgg 


gcaggttcct 


agtggaagcc 


1320 


ttcccagccc 


cggaagtgga 


ggggggacag 


ggccctggcc 


ttatttctgt 


gctacacatt 


1380 


tccggaaccc 


aggagtccga 


ctttaccacc 


ggcttcaact 


gcagtgcccg 


caaccggcta 


1440 


ggagagggac 


gagtccagat 


ccacttgggc 


cgtagagatt 


tgctgcctac 


tgtccggatt 


1500 


gtggctggtg 


cagcatctgc 


agccacctct 


ctccttatgg 


tcatcactgg 


agtggtcctc 


1560 
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tgctgctggc 


gccatggctc 


tctctctaag 


caaaagaact 


tggtccggat 


cccaggaagc 


1620 


agcgagggtt 


ccagttcacg 


tggccctgag 


gaggagacag 


gcagcagtga 


ggaccggggt 


1680 


cccattgtgc 


acaccgacca 


cagtgatttg gttcttgagg 


aaaaagaggc 


tctggagaca 


1740 


aaggatccaa 


ccaacggtta 


of amp* &&f f 




gtgtgagcct 


tagccttggg 


1800 


gaagctcctg 


gaggaggcct 


cttcttgcca 


ccgccctctc 


cgatcggtct 


cccagggact 


1860 


cctacttact 


atgacttcaa 


gccacatcag 


gacttagtcc 


ctccctgcag actgtacaga 


1920 


gcgagggcag 


gttatcttac 


caccccccat 


ccccgtgcct 


tcaccagcta 


catgaaaccc 


1980 


acatcctttg 


gacccccaga 


tttgagctct 


ggaactcccc 


ccttcccgta 


tgctaccttg 


2040 


tctccaccca 


gccaccagcg 


tctccagact 


catgtgtgaa 


tccatctctc 


caagtgaagg 


2100 


gtcttggaat 


cttctgtttg 


ccatatagtg 


tgttgtccag 


atttctgggg 


agtcagaaca 


2160 


agttgatgac 


caacccctcc 


aaaactgaac 


attgaaggag 


ggaaagatca 


ttacaagcat 


2220 


caggactgtt 


ggtgtacact 


cag 








2243 



<210> 3 
<211> 700 
<212> PRT 
<213> mouse 



<400> 3 

Met Leu Ala Ser Ala Leu Leu Val Phe Leu Cys Cys Phe Lys Gly His 
1 5 10 15 

Ala Gly Ser Ser Pro His Phe Leu Gin Gin Pro Glu Asp Met Val Val 
20 25 30 
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Leu Leu Gly Glu Glu Ala Arg Leu Pro Cys Ala Leu Gly Ala Tyr Arg 
35 40 45 



Gly Leu Val Gin Trp Thr Lys Asp Gly Leu Ala Leu Gly Gly Glu Arg 
50 55 60 

Asp Leu Pro Gly Trp Ser Arg Tyr Trp He Ser Gly Asn Ser Ala Ser 
65 70 75 80 

Gly Gin His Asp Leu His lie Lys Pro Val Glu Leu Glu Asp Glu Ala 
85 90 95 

Ser Tyr Glu Cys Gin Ala Ser Gin Ala Gly Leu Arg Ser Arg Pro Ala 
100 105 110 

Gin Leu His Val Met Val Pro Pro Glu Ala Pro Gin Val Leu Gly Gly 
115 120 125 

Pro Ser Val Ser Leu Val Ala Gly Val Pro Gly Asn Leu Thr Cys Arg 
130 135 140 

Ser Arg Gly Asp Ser Arg Pro Ala Pro Glu Leu Leu Trp Phe Arg Asp 
145 150 155 160 

Gly lie Arg Leu Asp Ala Ser Ser Phe His Gin Thr Thr Leu Lys Asp 
165 170 175 
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Lys Ala Thr Gly Thr Val Glu Asn'Thr Leu Phe Leu Thr Pro Ser Ser 
180 185 190 

His Asp Asp Gly Ala Thr Leu He Cys Arg Ala Arg Ser Gin Ala Leu 
195 200 205 

Pro Thr Gly Arg Asp Thr Ala Val Thr Leu Ser Leu Gin Tyr Pro Pro 
210 215 220 

Met Val Thr Leu Ser Ala Glu Pro Gin Thr Val Gin Glu Gly Glu Lys 
225 230 235 240 

Val Thr Phe Leu Cys Gin Ala Thr Ala Gin Pro Pro Val Thr Gly Tyr 
245 250 255 

Arg Trp Ala Lys Gly Gly Ser Pro Val Leu Gly Ala Arg Gly Pro Arg 
260 265 270 

Leu Glu Val Val Ala Asp Ala Thr Phe Leu Thr Glu Pro Val Ser Cys 
275 280 285 

Glu Val Ser Asn Ala Val Gly Ser Ala Asn Arg Ser Thr Ala Leu Glu 
290 295 300 

Val Leu Tyr Gly Pro lie Leu Gin Ala Lys Pro Lys Ser Val Ser Val 



305 



310 



8/3 9 

315 



320 



Asp Val Gly Lys Asp Ala Ser Phe Ser Cys Val Trp Arg Gly Asn Pro 
325 330 335 

Leu Pro Arg lie Thr Trp Thr Arg Met Gly Gly Ser Gin Val Leu Ser 
340 345 350 

Ser Gly Pro Thr Leu Arg Leu Pro Ser Val Ala Leu Glu Asp Ala Gly 
355 360 365 

Asp Tyr Val Cys Arg Ala Glu Pro Arg Arg Thr Gly Leu Gly Gly Gly 
370 375 380 

Lys Ala Gin Ala Arg Leu Thr Val Asn Ala Pro Pro Val Val Thr Ala 
385 390 395 400 

Leu Gin Pro Ala Pro Ala Phe Leu Arg Gly Pro Ala Arg Leu Gin Cys 
405 410 415 

Val Val Phe Ala Ser Pro Ala Pro Asp Ser Val Val Trp Ser Trp Asp 
420 425 430 



Glu Gly Phe Leu Glu Ala Gly Ser Leu Gly Arg Phe Leu Val Glu Ala 
435 440 445 
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Phe Pro Ala Pro Glu Val Glu Gly Gly Gin Gly Pro Gly Leu lie Ser 
450 455 460 

Val Leu His He Ser Gly Thr Gin Glu Ser Asp Phe Thr Thr Gly Phe 
465 470 475 480 

Asn Cys Ser Ala Arg Asn Arg Leu Gly Glu Gly Arg Val Gin He His 
485 490 495 

Leu Gly Arg Arg Asp Leu Leu Pro Thr Val Arg He Val Ala Gly Ala 
500 505 510 

Ala Ser Ala Ala Thr Ser Leu Leu Met Val He Thr Gly Val Val Leu 
515 520 525 

Cys Cys Trp Arg His Gly Ser Leu Ser Lys Gin Lys Asn Leu Val Arg 
530 535 540 

He Pro Gly Ser Ser Glu Gly Ser Ser Ser Arg Gly Pro Glu Glu Glu 
545 550 555 560 

Thr Gly Ser Ser Glu Asp Arg Gly Pro He Val His Thr Asp His Ser 
565 570 575 



Asp Leu Val Leu Glu Glu Lys Glu Ala Leu Glu Thr Lys Asp Pro Thr 
580 585 590 
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Asn Gly Tyr Tyr Lys Val Arg Gly Val Ser Val Ser Leu Ser Leu Gly 
595 600 605 

Glu Ala Pro Gly Gly Gly Leu Phe Leu Pro Pro Pro Ser Pro He Gly 
610 615 620 

Leu Pro Gly Thr Pro Thr Tyr Tyr Asp Phe Lys Pro His Leu Asp Leu 
625 630 635 640 

Val Pro Pro Cys Arg Leu Tyr Arg Ala Arg Ala Gly Tyr Leu Thr Thr 
645 650 655 

Pro His Pro Arg Ala Phe Thr Ser Tyr Met Lys Pro Thr Ser Phe Gly 
660 665 670 

Pro Pro Asp Leu Ser Ser Gly Thr Pro Pro Phe Pro Tyr Ala Thr Leu 
675 680 685 

Ser Pro Pro Ser His Gin Arg Leu Gin Thr His Val 
690 695 700 



<210> 4 
<211> 650 
<212> PRT 



<213> mouse 
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<400> 4 

Met Leu Ala Ser Ala Leu Leu Val Phe Leu Cys Cys Phe Lys Gly His 
1 5 10 15 

Ala Gly Trp Ser Arg Tyr Trp He Ser Gly Asn Ser Ala Ser Gly Gin 
20 25 30 

His Asp Leu His He Lys Pro Val Glu Leu Glu Asp Glu Ala Ser Tyr 
35 40 45 

Glu Cys Gin Ala Ser Gin Ala Gly Leu Arg Ser Arg Pro Ala Gin Leu 
50 55 60 

His Val Met Val Pro Pro Glu Ala Pro Gin Val Leu Gly Gly Pro Ser 
65 70 75 80 

Val Ser Leu Val Ala Gly Val Pro Gly Asn Leu Thr Cys Arg Ser Arg 
85 90 .95 

Gly Asp Ser Arg Pro Ala Pro Glu Leu Leu Trp Phe Arg Asp Gly He 
100 105 110 

Arg Leu Asp Ala Ser Ser Phe His Gin Thr Thr Leu Lys Asp Lys Ala 
115 120 125 
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Thr Gly Thr Val Glu Asn Thr Leu Phe Leu Thr Pro Ser Ser His Asp 
130 135 140 

Asp Gly Ala Thr Leu lie Cys Arg Ala Arg Ser Gin Ala Leu Pro Thr 
145 150 155 160 

Gly Arg Asp Thr Ala Val Thr Leu Ser Leu Gin Tyr Pro Pro Met Val 
165 170 175 

Thr Leu Ser Ala Glu Pro Gin Thr Val Gin Glu Gly Glu Lys Val Thr 
180 185 190 

Phe Leu Cys Gin Ala Thr Ala Gin Pro Pro Val Thr Gly Tyr Arg Trp 
195 200 205 

Ala Lys Gly Gly Ser Pro Val Leu Gly Ala Arg Gly Pro Arg Leu Glu 
210 215 220 

Val Val Ala Asp Ala Thr Phe Leu Thr Glu Pro Val Ser Cys Glu Val 
225 230 235 240 

Ser Asn Ala Val Gly Ser Ala Asn Arg Ser Thr Ala Leu Glu Val Leu 
245 250 255 

Tyr Gly Pro He Leu Gin Ala Lys Pro Lys Ser Val Ser Val Asp Val 



260 
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265 



270 



Gly Lys Asp Ala Ser Phe Ser Cys Val Trp Arg Gly Asn Pro Leu Pro 
275 280 285 

Arg He Thr Trp Thr Arg Met Gly Gly Ser Gin Val Leu Ser Ser Gly 
290 295 300 

Pro Thr Leu Arg Leu Pro Ser Val Ala Leu Glu Asp Ala Gly Asp Tyr 
305 310 315 320 

Val Cys Arg Ala Glu Pro Arg Arg Thr Gly Leu Gly Gly Gly Lys Ala 
325 330 335 

Gin Ala Arg Leu Thr Val Asn Ala Pro Pro Val Val Thr Ala Leu Gin 
340 345 350 

Pro Ala Pro Ala Phe Leu Arg Gly Pro Ala Arg Leu Gin Cys Val Val 
355 360 365 

Phe Ala Ser Pro Ala Pro Asp Ser Val Val Trp Ser Trp Asp Glu Gly 
370 375 380 

Phe Leu Glu Ala Gly Ser Leu Gly Arg Phe Leu Val Glu Ala Phe Pro 
385 390 395 400 
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Ala Pro Glu Val Glu Gly Gly Gin Gly Pro Gly Leu He Ser Val Leu 
405 410 415 



His He Ser Gly Thr Gin Glu Ser 
420 

Ser Ala Arg Asn Arg Leu Gly Glu 
435 440 

Arg Arg Asp Leu Leu Pro Thr Val 
450 455 

Ala Ala Thr Ser Leu Leu Met Val 
465 470 

Trp Arg His Gly Ser Leu Ser Lys 
485 

Gly Ser Ser Glu Gly Ser Ser Ser 
500 

Ser Ser Glu Asp Arg Gly Pro He 
515 520 



Asp Phe Thr Thr Gly Phe Asn Cys 
425 430 

Gly Arg Val Gin He His Leu Gly 
445 

Arg He Val Ala Gly Ala Ala Ser 
460 

He Thr Gly Val Val Leu Cys Cys 
475 480 

Gin Lys Asn Leu Val Arg He Pro 
490 495 

Arg Gly Pro Glu Glu Glu Thr Gly 
505 510 

Val His Thr Asp His Ser Asp Leu 
525 



Val Leu Glu Glu Lys Glu Ala Leu Glu Thr Lys Asp Pro Thr Asn Gly 
530 535 540 
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Tyr Tyr Lys Val Arg Gly Val Ser 
545 550 

Pro Gly Gly Gly Leu Phe Leu Pro 
565 

Gly Thr Pro Thr Tyr Tyr Asp Phe 
580 

Pro Cys Arg Leu Tyr Arg Ala Arg 
595 600 

Pro Arg Ala Phe Thr Ser Tyr Met 
610 615 

Asp Leu Ser Ser Gly Thr Pro Pro 
625 630 

Pro Ser His Gin Arg Leu Gin Thr 
645 



Val Ser Leu Ser Leu Gly Glu Ala 
555 560 

Pro Pro Ser Pro He Gly Leu Pro 
570 575 

Lys Pro His Gin Asp Leu Val Pro 
585 590 

Ala Gly Tyr Leu Thr Thr Pro His 
605 

Lys Pro Thr Ser Phe Gly Pro Pro 
620 

Phe Pro Tyr Ala Thr Leu Ser Pro 
635 640 

His Val 
650 



<210> 5 
<211> 2980 
<212> DNA 



<213> Homo sapiens 
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<400> 5 



cccagagacc 


caggccgcgg 


aactggcagg 


cgtttcagag 


cgtcagaggc 


tgcggatgag 


bO 


cagacttgga 


ggactccagg 


ccagagacta 


ggctgggcga 


agagtcgagc 


gtgaaggggg 


120 


ctccgggcca 


gggtgacagg 


aggcgtgctt 


gagaggaaga 


agttgacggg 


aaggccagtg 


180 


cgacggcaaa 


tctcgtgaac 


cttgggggac 


gaatgctcag 


gatgcgggtc 


cccgccctcc 


240 


tcgtcctcct 


cttctgcttc 


agagggagag 


caggcccgtc 


gccccatttc 


ctgcaacagc 


OAA 

300 


cagaggacct 


ggtggtgctg 


ctgggggagg 


aagcccggct 


gccgtgtgct 


ctgggcgcct 


o r* r\ 

360 


actgggggct 


agttcagtgg 


actaagagtg 


ggctggccct 


agggggccaa 


agggacctac 


A OA 

420 


cagggtggtc 


ccggtactgg 


atatcaggga 


atgcagccaa 


tggccagcat 


gacctccaca 


480 


ttaggcccgt 


ggagctagag 


gatgaagcat 


catatgaatg 


tcaggctaca 


caagcaggcc 


540 


tccgctccag 


accagcccaa 


ctgcacgtgc 


tggtcccccc 


agaagccccc 


caggtgctgg 


600 


gcggcccctc 


tgtgtctctg 


gttgctggag 


ttcctgcgaa 


cctgacatgt 


cggagccgtg 


bbO 


gggatgcccg 


ccctacccct 


gaattgctgt 


ggttccgaga 


tggggtcctg 


ttggatggag 


( AXS 


ccaccttcca 


tcagaccctg 


ctgaaggaag 


ggacccctgg 


gtcagtggag 


agcaccttaa 


( oO 


ccctgacccc 


tttcagccat 


gatgatggag 


ccacc t ttgt 


ctgccgggcc 


cggagccagg 




ccctgcccac 


aggaagagac 


acagctatca 


cactgagcct 


gcagtacccc 


ccagaggtga 


AAA 


ctctgtctgc 


ttcgccacac 


actgtgcagg 


agggagagaa 


ggtcattttc 


ctgtgccagg 


960 


ccacagccca 


gcctcctgtc 


acaggctaca 


ggtgggcaaa 


agggggctct 


ccggtgctcg 


1020 


gggcccgcgg 


gccaaggtta 


gaggtcgtgg 


cagacgcctc 


gttcctgact 


gagcccgtgt 


1080 


cctgcgaggt 


cagcaacgcc 


gtgggtagcg 


ccaaccgcag 


tactgcgctg 


gatgtgctgt 


1140 


ttgggccgat 


tctgcaggca 


aagccggagc 


ccgtgtccgt 


ggacgtgggg 


gaagacgctt 


1200 


ccttcagctg 


cgcctggcgc 


gggaacccgc 


ttccacgggt 


aacctggacc 


cgccgcggtg 


1260 


gcgcgcaggt 


gctgggctct 


ggagccacac 


tgcgtcttcc 


gtcggtgggg 


cccgaggacg 


1320 


caggcgacta 


tgtgtgcaga 


gctgaggctg 


ggctatcggg 


cctgcggggc 


ggcgccgcgg 


1380 
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aggctcggct gactgtgaac gctcccccag tagtgaccgc cctgcactct gcgcctgcct 1440 
tcctgagggg ccctgctcgc ctccagtgtc tggttttcgc ctctcccgcc ccagatgccg 1500 
tggtctggtc ttgggatgag ggcttcctgg aggcggggtc gcagggccgg ttcctggtgg 1560 
agacattccc tgccccagag agccgcgggg gactgggtcc gggcctgatc tctgtgctac 1620 
acatttcggg gacccaggag tctgacttta gcaggagctt taactgcagt gcccggaacc 1680 
ggctgggcga gggaggtgcc caggccagcc tgggccgtag agacttgctg cccactgtgc 1740 
ggatagtggc cggagtggcc gctgccacca caactctcct tatggtcatc actggggtgg 1800 
ccctctgctg ctggcgccac agcaaggcct cagcctcttt ctccgagcaa aagaacctga 1860 
tgcgaatccc tggcagcagc gacggctcca gttcacgagg tcctgaagaa gaggagacag 1920 
gcagccgcga ggaccggggc cccattgtgc acactgacca cagtgatctg gttctggagg 1980 
agaaagggac tctggagacc aaggacccaa ccaacggtta ctacaaggtc cgaggagtca 2040 
gtgtgagcct gagccttggc gaagcccctg gaggaggtct cttcctgcca ccaccctccc 2100 
cccttgggcc cccagggacc cctaccttct atgacttcaa cccacacctg ggcatggtcc 2160 
ccccctgcag actttacaga gccagggcag gctatctcac cacaccccac cctcgagctt 2220 
tcaccagcta catcaaaccc acatcctttg ggcccccaga tctggccccc gggactcccc 2280 
ccttcccata tgctgccttc cccacaccta gccacccgcg tctccagact cacgtgtgac 2340 
atctttccaa tggaagagtc ctgggatctc caacttgcca taatggattg ttctgatttc 2400 
tgaggcgcca ggacaagttg gcgaccttac tcctccaaaa ctgaacacaa ggggagggaa 2460 
agatcattac atttgtcagg agcatttgta tacagtcagc tcagccaaag gagatgcccc 2520 
aagtgggagc aacatggcca cccaatatgc ccacctattc cccggtgtaa aagagattca 2580 
agatggcagg taggcccttt gaggagagat ggggacaggg cagtgggtgt tgggagt-ttg 2640 
gggccgggat ggaagttgtt tctagccact gaaagaagat atttcaagat gaccatctgc 2700 
attgagagga aaggtagcat aggatagatg aagatgaaga gcataccagg ccccaccctg 2760 
gctctccctg aggggaactt tgctcggcca atggaaatgc agccaagatg gccatatact 2820 
ccctaggaac ccaagatggc caccatcttg attttacttt ccttaaagac tcagaaagac 2880 
ttggacccaa ggagtgggga tacagtgaga attaccactg ttggggcaaa atattgggat 2940 
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aaaaatattt atgtttaata ataaaaaaaa gtcaaagagg 



2980 



<210> 6 

<211> 708 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Leu Arg Met Arg Val Pro Ala Leu Leu Val Leu Leu Phe Cys Phe 
1 5 10 15 

Arg Gly Arg Ala Gly Pro Ser Pro His Phe Leu Gin Gin Pro Glu Asp 
20 25 30 

Leu Val Val Leu Leu Gly Glu Glu Ala Arg Leu Pro Cys Ala Leu Gly 
35 40 45 

Ala Tyr Trp Gly Leu Val Gin Trp Thr Lys Ser Gly Leu Ala Leu Gly 
50 55 60 

Gly Gin Arg Asp Leu Pro Gly Trp Ser Arg Tyr Trp lie Ser Gly Asn 
65 70 75 80 

Ala Ala Asn Gly Gin His Asp Leu His He Arg Pro Val Glu Leu Glu 
85 90 95 
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Asp Glu Ala Ser Tyr Glu Cys Gin Ala Thr Gin Ala Gly Leu Arg Ser 
100 105 110 

Arg Pro Ala Gin Leu His Val Leu Val Pro Pro Glu Ala Pro Gin Val 
115 120 125 

Leu Gly Gly Pro Ser Val Ser Leu Val Ala Gly Val Pro Ala Asn Leu 
130 135 140 

Thr Cys Arg Ser Arg Gly Asp Ala Arg Pro Thr Pro Glu Leu Leu Trp 
145 150 155 160 

Phe Arg Asp Gly Val Leu Leu Asp Gly Ala Thr Phe His Gin Thr Leu 
165 170 175 

Leu Lys Glu Gly Thr Pro Gly Ser Val Glu Ser Thr Leu Thr Leu Thr 
180 185 190 

Pro Phe Ser His Asp Asp Gly Ala Thr Phe Val Cys Arg Ala Arg Ser 
195 200 205 

Gin Ala Leu Pro Thr Gly Arg Asp Thr Ala He Thr Leu Ser Leu Gin 
210 215. 220 

Tyr Pro Pro Glu Val Thr Leu Ser Ala Ser Pro His Thr Val Gin Glu 



225 



230 
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235 



240 



Gly Glu Lys Val He Phe Leu Cys Gin Ala Thr Ala Gin Pro Pro Val 

245 250 255 

Thr Gly Tyr Arg Trp Ala Lys Gly Gly Ser Pro Val Leu Gly Ala Arg 

260 265 270 

Gly Pro Arg Leu Glu Val Val Ala Asp Ala Ser Phe Leu Thr Glu Pro 

275 280 285 

Val Ser Cys Glu Val Ser Asn Ala Val Gly Ser Ala Asn Arg Ser Thr 

290 295 300 

Ala Leu Asp Val Leu Phe Gly Pro lie Leu Gin Ala Lys Pro Glu Pro 

305 310 315 320 

Val Ser Val Asp Val Gly Glu Asp Ala Ser Phe Ser Cys Ala Trp Arg 

325 '330 335 

Gly Asn Pro Leu Pro Arg Val Thr Trp Thr Arg Arg Gly Gly Ala Gin 

340 345 350 

Val Leu Gly Ser Gly Ala Thr Leu Arg Leu Pro Ser Val Gly Pro Glu 

355 360 365 



2 1/3 9 

Asp Ala Gly Asp Tyr Val Cys Arg Ala Glu Ala Gly Leu Ser Gly Leu 
370 375 380 

Arg Gly Gly Ala Ala Glu Ala Arg Leu Thr Val Asn Ala Pro Pro Val 
385 390 395 400 

Val Thr Ala Leu His Ser Ala Pro Ala Phe Leu Arg Gly Pro Ala Arg 
405 410 415 c 

Leu Gin Cys Leu Val Phe Ala Ser Pro Ala Pro Asp Ala Val Val Trp 
420 425 430 

Ser Trp Asp Glu Gly Phe Leu Glu Ala Gly Ser Gin Gly Arg Phe Leu 
435 440 445 

Val Glu Thr Phe Pro Ala Pro Glu Ser Arg Gly Gly Leu Gly Pro Gly 
450 455 460 

Leu lie Ser Val Leu His He Ser Gly Thr Gin Glu Ser Asp Phe Ser 
465 470 475 480 

Arg Ser Phe Asn Cys Ser Ala Arg Asn Arg Leu Gly Glu Gly Gly Ala 
485 490 495 



Gin Ala Ser Leu Gly Arg Arg Asp Leu Leu Pro Thr Val Arg He Val 
.500 505 510 



2 2X3 9 



Ala Gly Val Ala Ala Ala Thr Thr Thr Leu Leu Met Val He Thr Gly 
515 520 525 

Val Ala Leu Cys Cys Trp Arg His Ser Lys Ala Ser Ala Ser Phe Ser 
530 535 540 

Glu Gin Lys Asn Leu Met Arg He Pro Gly Ser Ser Asp Gly Ser Ser 
545 550 555 560 

Ser Arg Gly Pro Glu Glu Glu Glu Thr Gly Ser Arg Glu Asp Arg Gly 
565 570 575 

Pro He Val His Thr Asp His Ser Asp Leu Val Leu Glu Glu Lys Gly 
580 585 590 

Thr Leu Glu Thr Lys Asp Pro Thr Asn Gly Tyr Tyr Lys Val Arg Gly 
595 600 . 605 

Val Ser Val Ser Leu Ser Leu Gly Glu Ala Pro Gly Gly Gly Leu Phe 
610 615 620 

Leu Pro Pro Pro Ser Pro Leu Gly Pro Pro Gly Thr Pro Thr Phe Tyr 
625 630 635 640 

Asp Phe Asn Pro His Leu Gly Met. Val Pro Pro Cys Arg Leu Tyr Arg 
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645 650 655 

Ala Arg Ala Gly Tyr Leu Thr Thr Pro His Pro Arg Ala Phe Thr Ser 
660 665 670 

Tyr He Lys Pro Thr Ser Phe Gly Pro Pro Asp Leu Ala Pro Gly Thr 
675 680 685 

Pro Pro Phe Pro Tyr Ala Ala Phe Pro Thr Pro Ser His Pro Arg Leu 
690 695 . 700 

Gin Thr His Val 
705 

<210> 7 
<211> 2976 
<212> DNA 

<213> Homo sapiens 
<400> 7 

gggaactggc aggcgtttca gagcgtcaga ggctgcggat gagcagactt ggaggactcc 60 
aggccagaga ctaggctggg cgaagagtcg agcgtgaagg gggctccggg ccagggtgac 120 
aggaggcgtg cttgagagga agaagttgac gggaaggcca gtgcgacggc aaatctcgtg 180 
aaccttgggg gacgaatgct caggatgcgg gtccccgccc tcctcgtcct cctcttctgc 240 
ttcagaggga gagcaggccc gtcgccccat ttcctgcaac agccagagga cctggtggtg 300 
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ctgctggggg 


aggaagcccg 


gctgccgtgt 


tggactaaga 


gtgggctggc 


cctagggggc 


tggatatcag 


ggaatgcagc 


caatggccag 


gaggatgaag 


catcatatga 


atgtcaggct 


caactgcacg 


tgctggtccc 


cccagaagcc 


ctggttgctg 


gagttcctgc 


gaacctgaca 


cctgaattgc 


tgtggttccg 


agatggggtc 


ctgctgaagg 


aagggacccc 


tgggtcagtg 


ccatgatgat 


ggagccacct 


ttgtctgccg 


agacacagct 


atcacactga 


gcctgcagta 


acacactgtg 


caggagggag 


agaaggtcat 


tgtcacaggc 


tacaggtggg 


caaaaggggg 


gttagaggtc 


gtggcagacg 


cctcgttcct 


cgccgtgggt 


agcgccaacc 


gcagtactgc 


ggcaaagccg 


gagcccgtgt 


ccgtggacgt 


gcgcgggaac 


ccgcttccac 


gggtaacctg 


ctctggagcc 


acactgcgtc 


ttccgtcggt 


cagagctgag 


gctgggctat 


cgggcctgcg 


gaacgctccc 


ccagtagtga 


ccgccctgca 


tcgcctccag 


tgtctggttt 


tcgcctctcc 


tgagggcttc 


ctggaggcgg 


ggtcgcaggg 


agagagccgc 


gggggactgg 


gtccgggcct 


ggagtctgac 


tttagcagga 


gctttaactg 


tgcccaggcc 


agcctgggcc 


gtagagactt 


ggccgctgcc 


accacaactc 


tccttatggt 


ccacagcaag 


gcctcagcct 


ctttctccga 



gctctgggcg cctactgggg gctagttcag 360 
caaagggacc taccagggtg gtcccggtac 420 
catgacctcc acattaggcc cgtggagcta 480 
acacaagcag gcctccgctc cagaccagcc 540 
ccccaggtgc tgggcggccc ctctgtgtct 600 
tgtcggagcc gtggggatgc ccgccctgcc 660 
ctgttggatg gagccacctt ccatcagacc 720 
gagagcacct taaccctgac cccctttcag 780 
ggcccggagc caggccctgc ccacaggaag 840 
ccccccagag gtgactctgt ctgcttcgcc 900 
tttcctgtgc caggccacag cccagcctcc 960 
ctctccggtg ctcggggccc gcgggccaag 1020 
gactgagccc gtgtcctgcg aggtcagcaa 1080 
gctggatgtg ctgtttgggc cgattctgca 1140 
gggggaagac gcttccttca gctgcgcctg 1200 
gacccgccgc ggtggcgcgc aggtgctggg 1260 
ggggcccgag gacgcaggcg actatgtgtg 1320 
gggcggcgcc gcggaggctc ggctgactgt 1380 
ctctgcgcct gccttcctga ggggccctgc 1440 
cgccccagat gccgtggtct ggtcttggga 1500 
ccggttcctg gtggagacat tccctgcccc 1560 
gatctctgtg ctacacattt cggggaccca 1620 
cagtgcccgg aaccggctgg gcgagggagg 1680 
gctgcccact gtgcggatag tggccggagt 1740 
catcactggg gtggccctct gctgctggcg 1800 
gcaaaagaac ctgatgcgaa tccctggcag 1860 
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caecgacggc 

' c> O ^5 


tccagttcac 


gaggtcctga agaagaggag 


acaggcagcc 


cr c £? a q cr a c c er 

o u o a oo c *^ v 'B 


1920 


gggccccatt 

boo u 


crt ecacactcr 


accacagtga tctggttctg gaggaggaag 




1980 


eraccaasr crac 




gttactacaa ggtccgagga gtcagtgtga 




Ct\J'-X.\J 


t-eccsraaecc 


c c t cr era ersra e 


gtctcttcct gccaccaccc 


tccccccttg 


ggcccccagg 


2100 


gacccctacc 


ttctatgact 


tcaacccaca cctgggcatg 


gtccccccct 


gcagacttta 


2160 


cagagccagg 


scagectatc 


tcaccacacc ccaccctcga 


gctttcacca 


gctacatcaa 


2220 


acccacatcc 


tttcrgRcccc 

w ** •* o o Q ^» w ^— « w 


cagatctggc ccccgggact 


ccccccttcc 


catatgctgc 2280 


cttccccaca 


cctagccacc 


cgcgtctcca gactcacgtg 


tgacatcttt 


ccaatggaag 


2340 


aetcct firerera 


"tctccaactt. 


gccatcctgg attgttctga 


tttctgagga 


gccaggacaa 


2400 


firttfirerceracc 


t-tactcctcc 


aaaactgaac acaaggggag 


ggaaagatca 


ttacatttgt 


2460 


caesraefcatt 


"t £^'ta'tae^ : l£r1~ 


cagctcagcc aaaggagatg ccccaagtgg 


gagcaacatg 


2520 


gccacccaat 


atgcccacct 


attccccggt gtaaaagaga 


ttcaagatgg 


caggtaggcc 


2580 


ctttgaggag 


agatggggac 


agggcagtgg gtgttgggag tttggggccg 


ggatggaagt 


2640 


tgtttctagc 


cactgaaaga 


agatatttca agatgaccat 


ctgcattgag 


aggaaaggta 2700 


gcataggata gatgaagatg 


aagagcatac caggccccac 


cctggctctc 


cctgagggga 


2760 


actttgctcg 


gccaatggaa 


atgcagccaa gatggccata 


tactccctag 


gaacccaaga 


2820 


tggccaccat 


cttgatttta 


ctttccttaa agacacagaa 


agacttggac 


ccaaggagtg 2880 


gggatacagt 


gagaattacc 


actgttgggg caaaatattg ggataaaaat 


atttatgttt 


2940 


aataataaaa 


aaaagtcaaa 


aaaaaaaaaa aaaaaa 






2976 



<210> 8 
<211> 196 
<212> PRT 

<213> Homo sapiens 
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<400> 8 

Met Leu Arg Met Arg Val Pro Ala Leu Leu Val Leu Leu Phe Cys Phe 
1 5 10 15 

Arg Gly Arg Ala Gly Pro Ser Pro His Phe Leu Gin Gin Pro Glu Asp 
20 25 30 

Leu Val Val Leu Leu Gly Glu Glu Ala Arg Leu Pro Cys Ala Leu Gly 
35 40 45 

Ala Tyr Trp Gly Leu Val Gin Trp Thr Lys Ser Gly Leu Ala Leu Gly 
50 55 60 

Gly Gin Arg Asp Leu Pro Gly Trp Ser Arg Tyr Trp He Ser Gly Asn 
65 70 75 80 

Ala Ala Asn Gly Gin His Asp Leu His He Arg Pro Val Glu Leu Glu 
85 90 95 

Asp Glu Ala Ser Tyr Glu Cys Gin Ala Thr Gin Ala Gly Leu Arg Ser 
100 105 110 

Arg Pro Ala Gin Leu His Val Leu Val Pro Pro Glu Ala Pro Gin Val 
115 120 125 



Leu Gly Gly Pro Ser Val Ser Leu Val Ala Gly Val Pro Ala Asn Leu 



130 
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135 140 



Thr Cys Arg Ser Arg Gly Asp Ala Arg Pro Ala Pro Glu Leu Leu Trp 
145 150 155 160 

Phe Arg Asp Gly Val Leu Leu Asp Gly Ala Thr Phe His Gin Thr Leu 
165 170 175 

Leu Lys Glu Gly Thr Pro Gly Ser Val Glu Ser Thr Leu Thr Leu Thr 
180 185 190 

Pro Phe Gin Pro 
195 

<210> 9 

<211> 1532 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cccagagacc caggccgcgg aactggcagg cgtttcagag cgtcagaggc tgcggatgag 60 
cagacttgga ggactccagg ccagagacta ggctgggcga agagtcgagc gtgaaggggg 120 
ctccgggcca gggtgacagg aggcgtgctt gagaggaaga agttgacggg aaggccagtg 180 
cgacggcaaa tctcgtgaac cttgggggac gaatgctcag gatgcgggtc cccgccctcc 240 
tcgtcctcct cttctgcttc agagggagag caggcccgtc gccccatttc ctgcaacagc 300 



2 



cagaggacct 


ggtggtgctg 


ctgggcgagg 


cctcagcctc 


tttctccgag 


caaaagaacc 


ccagttcacg 


aggtcctgaa 


gaagaggaga 


tgcacactga 


ccacagtgat 


ctggttctgg 


caaccaacgg 


ttactacaag 


gtccgaggag 


ctggaggagg 


tctcttcctg 


ccaccaccct 


tctatgactt 


caacccacac 


ctgggcatgg 


caggctctct 


caccacaccc 


caccctcgag 


ttgggccccc 


agatctggcc 


cccgggactc 


ctagccaccc 


gcgtctccag 


actcacgtgt 


ctccaacttg 


ccataatgga 


ttgttctgat 


tactcctcca 


aaactgaaca 


caaggggagg 


gtatacagtc 


agctcagcca 


aaggagatgc 


tgcccaccta 


ttccccggtg 


taaaagagat 


gatggggaca 


gggcagtggg 


tgttgggagt 


actgaaagaa 


gatatttcaa 


gatgaccatc 


atgaagatga 


agagcatacc 


aggccccacc 


ccaatggaaa 


tgcagccaag 


atggccatat 


ttgattttac 


tttccttaaa 


gactcagaaa 


agaattacca 


ctgttggggc 


aaaatattgg 


aaagtcaaag 


aggcaaaaaa 


aaaaaaaaaa 
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era cr cr+ err* n o 

6Q65 LgUOtd 


ggccagcctg 


ggcegtagag 


360 




ccctggcagc 


agegaegget 


420 


r> a cr cr r* cr r* r> cr 


egaggacegg ggccccattg 480 


0 cr era cr cr a a cr cr 


srac "t c "t ercr a sr 




540 


r> «a rr ~fr" cr ~i~ cr a cr 

tcag xg Lgag 


r c, 1" gt> n + 1 




600 


g~\ f \ 'r\ r\ /■> f \ -4- -4- fx fx 

CCCCCC L Lgg 






\J\J\J 








720 


CI I ICdCCdg 


ctacatcaaa 


cccacatcct 


780 


^ /^k f*i f\ r>. ~T~ 'fa si r\ 

CCCCCLXCCC 


atatgetgee 


ttccccacac 


840 


gaCalCL LLC 


caatggaaga 


gtcctgggat 


900 


*4~ "4~ /*i "4~ /nr cr /nr 0 <r 

t tcxgaggag 


ccaggacaag 


ttggcgacct 


960 


gaaaga tea c 


tacatttgtc 


aggagcattt 


1020 


/"»/■»/■» 0 0 fr + cr cr cr 


agcaacatgg 


ccacccaata 


1080 


LCddgd LggC 


aggtaggece 


tttgaggaga 


1140 


■+- +- cr cr cr cr c c* cr cr 

^ggggcegg 


gatggaagtt gtttctagee 


1200 


+ rrr»d"t""t* cr a cr a 


ggaaaggtag 


cataggatag 


1260 


C LggC UC LCC 


ctgaggggaa 


etttgetegg 


1320 


actccctagg 


aacccaagat 


ggccaccatc 


1380 


gacttggacc 


caaggagtgg 


ggatacagtg 


1440 


gataaaaata 


tttatgttta 


ataataaaaa 


1500 


aa 






1532 



<210> 10 
<211> 219 
<212> PRT 



<213> Homo sapiens 
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<400> 10 

Met Leu Arg Met Arg Val Pro Ala Leu Leu Val Leu Leu Phe Cys Phe 
1 5 10 15 

Arg Gly Arg Ala Gly Pro Ser Pro His Phe Leu Gin Gin Pro Glu Asp 
20 25 30 

Leu Val Val Leu Leu Gly Glu Gly Gly Ala Gin Ala Ser Leu Gly Arg 
35 40 45 

Arg Ala Ser Ala Ser Phe Ser Glu Gin Lys Asn Leu Met Arg He Pro 
50 55 60 

Gly Ser Ser Asp Gly Ser Ser Ser Arg Gly Pro Glu Glu Glu Glu Thr 
65 70 75 80 

Gly Ser Arg Glu Asp Arg Gly Pro He Val His Thr Asp His Ser Asp 
85 90 95 

Leu Val Leu Glu Glu Glu Gly Thr Leu Glu Thr Lys Asp Pro Thr Asn 
100 105 110 



Gly Tyr Tyr Lys Val Arg Gly Val Ser Val Ser Leu Ser Leu Gly Glu 
115 120 125 
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Ala Pro Gly Gly Gly Leu Phe Leu Pro Pro Pro Ser Pro Leu Gly Pro 
130 135 140 

Pro Gly Thr Pro Thr Phe Tyr Asp Phe Asn Pro His Leu Gly Met Val 
145 150 155 160 

Pro Pro Cys Arg Leu Tyr Arg Ala Arg Ala Gly Tyr Leu Thr Thr Pro 
165 170 175 

His Pro Arg Ala Phe Thr Ser Tyr He Lys Pro Thr Ser Phe Gly Pro 
180 185 190 

Pro Asp Leu Ala Pro Gly Thr Pro Pro Phe Pro Tyr Ala Ala Phe Pro 
195 200 205 

Thr Pro Ser His Pro Arg Leu Gin Thr His Val 
210 215 

<210> 11 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 11 

cagctccaca acctacatca ttccgt 26 

<210> 12 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence adapter for 
cDNA amplification 

<400> 12 

acggaatgat gt 12 

<210> 13 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 13 

gtccatcttc tctctgagac tctggt 26 

<210> 14 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 14 

accagagtct ca 12 

<210> 15 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence adapter for 
cDNA amplification 

<400> 15 

ctgatgggtg tcttctgtga gtgtgt 26 

<210> 16 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence adapter for 
cDNA amplification 

<400> 16 

acacactcac ag 12 

<210> 17 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: adapter for 
cDNA amplification 



<400> 17 

ccagcatcga gaatcagtgt gacagt 26 

<210> 18 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 18 

actgtcacac tg ' 12 

<210> 19 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 19 

gtcgatgaac ttcgactgtc gatcgt 26 

<210> 20 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: adapter for 
cDNA amplification 

<400> 20 

acgatcgaca gt 12 

<210> 21 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: primer for RACE 
method 

<400> 21 

ggctttacac tttatgcttc cggctc 26 

<210> 22 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence .-primer for RACE 
method 

<400> 22 

cagctatgac catgattacg ccaagc 26 

<210> 23 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: primer for RACE 
method 

<400> 23 

aggcgattaa gttgggtaac gccagg 

<210> 24 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for RACE 
method 

<400> 24 

ccagtcacga cgttgtaaaa cgacgg 

<210> 25 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: primer for RACE 
method 

<400> 25 

cttcccgtat gctaccttgt ctccac 26 

<210> 26 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for RACE 
method 

<400> 26 

tccatctctc caagtgaagg gtcttg 26 

<210> 27 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: primer for RACE 
method 

<400> 27 

ccaacagtcc tgcatgcttg taatga 26 

<210> 28 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for RACE 
method 



<400> 28 

tccttcaatg ttcagttttg gagggg 



26 



